Key indicators: single-crystal X-ray study; T = 120 K; mean (C-C) = 0.004 Å; R factor = 0.053; wR factor = 0.177; data-to-parameter ratio = 16.7.
The asymmetric unit of the title salt hydrate, 2C 4 H 11 N 4 + Á-2C 7 H 4 NO 4 À ÁH 2 O, comprises two independent 1-(isopropylideneamino)guanidinium cations, two independent 3-nitrobenzoate anions and a water molecule of crystallization. There are minimal geometric differences between the two planar [maximum deviations 0.061 (2) and 0.088 (2) Å ] cations, and between the two almost planar anions [C-C-C-O and C-C-N-O torsion angles of 0.3 (3) and 11.1 (4) , respectively in the first anion and À173.7 (2) and À0.1 (4), respectively in the second anion]. Extensive O-HÁ Á ÁO and N-HÁ Á ÁO hydrogen bonding between all components of the structure leads to the formation of a two-dimensional array with an undulating topology in the bc plane.
Related literature
For the structure of 1-(isopropylideneamino)guanidinium 2-nitrobenzoate, see: Skakle et al. (2006) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ) . 
Data collection: COLLECT (Hooft, 1998); cell refinement: DENZO (Otwinowski & Minor, 1997) and COLLECT; data reduction: DENZO and COLLECT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2009 ).
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Comment
Following on the recent publication of the structure of 1-(isopropyplideneamino)guanidinium 2-nitrobenzoate (Skakle et al., 2006) , we now report the structure of the related salt, 1-(isopropyplideneamino)guanidinium 3-nitrobenzoate, obtained as a hydrate, (I). The crystallographic asymmetric unit of (I) comprises two independent 1-(isopropylideneamino)guanidinium cations, two independent 3-nitrobenzoate anions, and a water molecule of crystallization. Confirmation of proton transfer from the benzoic acid derivative to the guanine molecule during crystallization is found in the equivalence of the C-O bond distances (C1-O1, O2 = 1.259 (3) and 1.258 (3) Å; C8-O5, O6 = 1.261 (3) and 1.255 (3) Å) and the pattern of hydrogen bonding, see below. The guanidinium cations are virtually identical as seen in the r.m.s. values for bond distances and angles of 0.012 Å and 1.38 °, respectively. In the same way, the two independent anions have very similar geometries as indicated by the r.m.s. values for bond distances and angles of 0.005 Å and 1.06 °, respectively. The maximum deviation from planarity of the eight non-hydrogen atoms in the C15-containing cation is 0.061 (2) Å for atom N3. For the C19 cation, the maximum deviation of 0.088 (2) Å is also found for an amino group, i.e. atom N7. The benzene rings of the anions are also planar with the carboxylate and nitro groups co-planar and slightly twisted, respectively, out of the plane of the C2-C7 benzene ring as seen in the C3-C2-C1-O1 and C3-C4-N1-O3 torsion angles of 0.3 (3) ° and 11.1 (4) °, respectively. The second independent anion is even more planar: the C10-C9-C8-O5 and C10-C11-N2-O7 torsion angles are -173.7 (2) and -0.1 (4), respectively.
Not surprisingly from the constitution of (I), there is extensive hydrogen bonding at play in the crystal structure. The most prominent intermolecular interactions are of the type O-H···O and N-H···O, Table 1 . The water molecule provides two donor interactions to two benzoate-O atoms and accepts two hydrogen bond from two N8-amino groups derived from two different cations. The later interactions occur around a centre of inversion and results in the formation of eight-membered {···HNH···O} 2 synthons. The C15-guanidinium cation utilizes all five acidic-H atoms to hydrogen bond to four oxygen atoms, derived from three symmetry related benzoate anions. One H atom from each of the N3-and N4-amino groups each connects an O atom of an O1-benzoate thereby forming an eight-membered {···HNCNH···OCO} synthon. The other N3-H atom hydrogen bonds to a benzoate-O6 atom which at the same time accepts a hydrogen bond from the N5-H atom to close a S(6) ring. The other N4-H atom hydrogen bonds to a benzoate-O5 atom so that the amino-N4-H 2 bridges the same two benzoate-O atoms as does the water molecule to form an eight-membered {···HNH···O···HOH···O} synthon.
The C19-guanidinium cation also connects to five O atoms, three derived from three symmetry related benzoate groups and two water molecules; the N8-H 2 amino group bridges two water molecules, as described above. Each of amino-N7 H atoms is connected to a symmetry related O1-benzoate anion so that rows of benzoate anions along the c axis are bridged by amino-N7-H 2 groups. Finally, the N9-H links a benzoate-O5 atom. Each of the imine-N6 and -N10 atoms participates in intramolecular interactions with the N4-and N7-H atoms, respectively. The O1-benzoate forms five acceptor interactions, one from the water molecule and four from N-H. The O5-benzoate forms the same number and type of acceptor interac- An undulating 2-D array was found in the crystal structure of anhydrous 1-(isopropylideneamino)guanidinium 2-nitrobenzoate, see: Skakle et al. (2006) .
Experimental
A solution of aminoguanidinium carbonate (0.290 g, 2.1 mmol) in MeOH (15 ml) was added to a solution of 3-nitrobenzoic acid (0.350 g, 2.1 mmol) in MeOH (15 ml) and mixed. After the effervescence had subsided, the reaction mixture was re- 
Refinement
The N-and C-bound H atoms were geometrically placed with N-H = 0.88 Å and C-H = 0.95-0.98 Å, and refined as riding with U iso (H) = 1.2-1.5U eq (C). A rotating group model was used for the methyl groups. The water-bound H atoms were located from a difference map and included in the model with restraints O-H = 0.840±0. 001 Å and H1w···Hw2 = 1.39±0.01, and with U iso (H) = 1.5U eq (O). Figures   Fig. 1 . Molecular structures of the components of the asymmetric unit in (I) showing atom-labelling scheme and displacement ellipsoids at the 50% probability level. 
